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5'UTR 10 20 30 40 50 60 70 80 

Pig TTCCTAGAGCAAGGAGAGAGCCGTTCATGGCX:ATCCCX3AGCTCTAACCACCAGCT 

Hum A-A-C- - -A-C A-C G G T- -G A-A-G-A- 

90 100 110 120 130 140 150 160 

Pig GAACAAGGCCTCTAGATGGACAAGGCAGGAGGATGTAGAGGAAGGGGGGCCTCC^^ 

Hum -GC A TG A- -TCG- -G A A- -A- -T-A-G- .- G 

170 180 190 200 210 220 230 240 

Pig GGCCAGTTGCTGAGTCCACCGGGCAGGAGGCCACATTCCCCAAGGCCAC^ 

Hum AC -T A T T-A . . . T G- 

250 260 270 280 290 300 310 320 

Pig GTGGACAACCCCCCAACAGAGCGGGACATCCTCCCXrrCTC 

Hum G--CT-'A G-T TG A TG-A-G G TC--G- 

330 340 350 360 370 380 390 400 

Pig GGATCTGGGCATAGAGTrCrCAGCCTCGGCGGCGTCGGGGG^ GGCTGGTGGAAGAGAAGCCAGCCCCGT 

Hum G C- - CG C A-A-A C-G- -A-TG A-AAG-C C G T T- - 

410 420 430 440 450 460 470 5'UTR 

Pig GCCCATCCCCAGAGGTGCTGTTACCCAGGCTGGGCTGGGATGATC 

Hiim TG GC CC-CA- -T A C- - A G A- -C- -C A 

CDS 10 20 
Pig ATG CAC TTC ATG CAG GAG CAC ACC TGC TAC GAT GCC ATG GCG ACC AGO TOO AAA CTG GTC 
. Met His Phe Met Gin Glu His Thr Cys Tyx Asp Ala Met Ala Thr Ser Ser Lys I*eu Val 
Hum -G- — ~ --A --G --A 

- Arg - -- -- -- -- -- -- -- -- - 

30 40 
Pig ATC TTC GAC ACC ATG CTG GAG ATC AAG AAG GCC TTC TTT GCC CTG GTG GCC AAC GGC GTC 
lie Phe Asp Thr Met Leu Glu lie Lys Lys Ala Phe Phe Ala Leu Val Ala Asn Gly Val 
Hum --T --T --G 

50 60 
Pig CGA GCG GCA CCT TTG TGG GAC AGC AAG AAG CAG AGC TTC GTG GGG ATG CTG ACC ATC ACA 
Arg Ala Ala Pro Leu Trp Asp Ser Lys Lys Gin Ser Phe Val Gly Met Leu Thr lie Thr 
Hum --G --A --C C-A --T T 

70 80 
Pig GAC TTC ATC TTG GTG CTG CAC CGC TAT TAC AGG TCC CCC CTG GTC CAG ATC TAC GAG ATT 
Asp Phe lie Leu Val Leu His Arg Tyr Tyr Arg Ser Pro Leu Val Gin lie Tyr Glu lie 
Hum C-- 7-- - -T --C --T 

90 100 
Pig GAA GAA. CAT AAG ATT GAG ACC TGG AGG GAG ATC TAC CTT CAA GGC TGC TTC AAG CCT CTG 
Glu Glu His Lys lie Glu Thr Trp Arg Glu lie Tyr Leu Gin Gly Cys Phe Lys Pro Leu 
Hum C— --G 

- Gin - -- -- -- -- -- -- -- -- - 

110 120 
Pig GTC TCC ATC TCT CCC AAT GAC AGC CTG TTC GAA GCT GTC TAC GCC CTC ATC AAG AAC CGG 
Val Ser lie Ser Pro Asn Asp Ser Leu Phe Glu Ala Val Tyr Ala Leu lie Lys Asn Arg 

Hum --T --T --T A-- 

- - - - - - - - Thr ----- 

130 140 
Pig ATC CAC CGC CTG CCG GTC CTG GAC CCT GTC TCC GGG GCT GTG CTC CAC ATC CTC ACA CAT 
lie His Arg Leu Pro Val Leu Asp Pro Val Ser Gly Ala Val Leu His lie Leu Thr His 

Hum --T --T --T --T --G --G --A --C AAC --A --C 

----------- - Asn ------- 

150 160 
Pig AAG CGG CTT CTC AAG TTC CTG CAC ATC TTT GGC ACC CTG CTG CCC CGG CCC TCC TTC CTC 
Lys Arg Leu Leu Lys Phe Leu His lie Phe Gly Thr Leu Leu Pro Arg Pro Ser Phe Leu 

Hum --A --C --G --T T-- 

- ------ - - Ser - -- -- -- - 



Figure 2 



RECTIFIED SHEET (RULE 91) ISA/EP 



WO 01/20003 PCT/EPOO/09896 

3/8 

170 180 
Pig TAC CGC ACC ATC CAA GAT TTG GGC ATC GGC ACA TTC CGA GAC TTG GCC GTG GTG CTG GAA 
Tyr Arg Thr He Gin Asp Leu Gly He Gly Thr Phe Arg Asp Leu Ala Val Val Leu Glu 

Hum --T ..Q 

190 200 
Pig ACG GCG CCC ATC CTG ACC GCA CTG GAC ATC TTC GTG GAC CGG CGT GTG TCT GCG CTX3 CCT 
Thr Ala Pro He Leu Thr Ala Leu Asp He Phe Val Asp Arg Arg Val Ser Ala Leu Pro 
Hum --A --A --T --T 

210 220 
Pig GTG GTC AAC GAA ACT GGA CAG GTA GTG GGC CTC TAC TCT CGC TTT GAT "GTG ATC CAC CTG 
Val Val Asn Glu Thr Gly Gin Val Val Gly Leu Tyr Ser Arg Phe Asp Val He His Leu 

Hum TG- --T --C - --T --C 

- - - - Cys - -- -- -- -- -- -- -- 

230 240 
Pig GCT GCC CAA CAA ACA TAC AAC CAC CTG GAC ATG AAT GTG GGA GAA GCC CTG AGG CAG CGG 
Ala Ala Gin Gin Thr Tyr Asn His Leu Asp Met Asn Val Gly Glu Ala Leu Arg Gin Arg 
Hum --G --C -G- A 

250 260 
Pig ACA CTG TGT CTG GAA GGC GTC CTT TCC TGC CAG CCC CAC GAG ACC TTG GGG GAA GTC ATT 
Thr Leu Cys Leu Glu Gly Val Leu Ser Cys Gin Pro His Glu Thr Leu Gly Glu Val He 
Hum --A --G --A -G- --G --C 

270 280 
Pig GAC CGG ATT GTC CGG GAA CAG GTG CAC CGC CTG GTG CTC GTG GAT GAG ACC CAG CAC CTT 
Asp Arg He Val Arg Glu Gin Val His Arg Leu Val Leu Val Asp Glu Thr Gin His Leu 

Hum A-- -CT --G --A A-G — A --C --T — C 

- Ala - 

290 300 
Pig CTG GGC GTG GTG TCC CTC TCT GAC ATC CTT CAG GCT CTG GTG CTC AGC CCT GCT GGA ATT 
Leu Gly Val Val Ser Leu Ser Asp He Leu Gin Ala Leu Val Leu Ser Pro Ala Gly He 
Hum T-- --C --C --A --C — C 

CDS 

Pig GAT GCC CTC GGG GCC TGA 
Asp Ala Leu Gly Ala *♦* 
Hum 

3'UTR 10 20 30 40 50 60 70 80 

Pig GAACCTTGGAACCTTTGCTCTCAGGCCACCTGGCACACCTGGAAGCCA^ 

Hum GA-CT--GT-C-CAA--C--A A . , A A-T. ..--AGAA . T 

90 100 110 120 130 140 150 160 

Pig CCCTCAGCCCCACTTGCTGGTCTGGCTCTTGTTCAGGTAGGCTCCGCCCGGOT CCCTGGCCTCAGCATCAGCCC 

Hum A. -C A-T TCA A-GA CTTCT--A TTCCAAAATTG- -T-T T- . -T-GT--T- 

170 180 190 200 210 220 230 240 
Pig CTCAGTCTCCCT . GGGCACCCAGATCTCAGACTGGGGCACCCTGAAGATG . GGAGTGGCCCAGCTTATAGCTGAGCAG . C 
Hum - . AAC--T-C TG-CC-GTG--CCA . . -TGA AT-AA AACAG-T-AG-CA TG-AG-T- 

250 260 270 280 290 300 310 320 
Pig CTTGTG. . AAATCTACCAGCATCAAGACT . . . CACTGTGGGACCACTGCTTTG . . . TCCCATTCTCAGCTGAAATGAT . G 
Hum -C--AACC-G-GGC--T--G--T-CCC-AGGG-CA-C-'T-CT-CA CCGCCCA C--GC-GC CTG-G-C- 

330 340 350 360 370 380 390 400 

Pig GAGGGCCTCATAAGAGGGGTGGACAGGGC. .CTGGAGTAGAGGCCAGATCAGTGAC^ ACCTCCG 

Hum - -T C- -GTG- . . -TT-A-T TT T-CCTC-GTITC-GG-CT- -C-AT-G CCTTC-G T 
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410 420 430 440 450 460 470 460 

Pig GGGAGTTAGAGCTGCCCTCTCTCAGTT CAGTTCCCCCCTGCTGAGAATG . TCCCTGGAAGGAAGCCAGTTAAT 

Hum CCC TTG- . --C CAACGTCGC- -C-G- - -T A--CTCC-G-C-TTG-CATTTC---G-T-C-G- . 

490 500 510 520 530 540 550 560 

Pig AAACCTTGGTTGGATGGAATTTCCACACTCG 

Hum - -TG- -GCA- -TC-G- -G CA-G-AGCAGCCGTTATTTATAGAACIX3CCTGTTGGAGGTGGGGAGTCCTC^ 

570 580 590 600 610 620 630 640 

Pig 

Hum CCATTCTTGTCCAGAAAACTCCTTAGCTCTCGCAGTGAGCCATGTTC^ 

650 660 670 680 690 700 710 720 

Pig 

Hum ACCCCTGAGAATGAGCAATTGAGAAAACAAAACAAAAGGAAaVA 

730 740 

Pig 

Hum GCTCCAGTCATTTGACCTG 
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971 
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100 
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Figure 4 



Yeast SNF4 
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m+/rn+ ; G/G homozygote 



ROX 




RN-/rn+ ; A/G heterozygote 




HEX 



RN-/RN- ; A/A homozygote 




Figure 6 
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